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N—RIINEHEEHT KRS, BEBENANTEL. ARA
REBELZNNFIE ZBENEE, WS TAH. BHRA
4R RNA U (RNA-Seq) DUREMNAE (B3, £2).
Blan, HRARPEINE FANEREREMEHITLEST, L
HRITEIRGI HN TR B DR ERAEARA,

T lFREr R SMARMS, SEERNINEFA panel KN
X ERIEET =,

RERFER, NERTI2H

= 1. SNEFA panel M

[llumina
Exome 2.5 Agilent Twist IDT
Panel ®
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REF RN 120 bp N/A 120 bp 120 bp
REPRA dsDNA RNA  dsDNA ssDNA
=5 (Gr3) mE 1.5 /N6 16 /1B 1.5 /0B 1.5-16 /)\B
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